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Isolation of halophilic actinomycetes

Figure S1: Isolate rsk4

Antibacterial potential of strain rsk4

; = —~..‘

Figure S2: Antibiotic susceptibility test of Staphylococcus aureus



Figure S3: Antibacterial assay of rsk by agar well diffusion method

Taxonomic characterization of the organism

Table S1: Antibiotic resistance tests of strain rsk4

Characteristic Strain rsk4

Growth in the presence of antibiotics

Ampicillin +

Ciprofloxacin -

Colistin -

Co-timoxazole -

Gentamicin +

Nitrofurantoin -

Streptomycin -

Tetracycline -

Cephalothin -

Clindamycin -

Erythromycin -

Ofloxacin +
Penicillin-G +
Vancomycin +

“+” growth, “-” no growth

Table S2: Colony characteristic of actinomycetes isolates



Medium Size Shape Elevation | Opacity Texture Margin Colour
ISP2 Small Circular Raised Opaque Moist Smooth Orange
ISP4 Small Circular Raised Opaque Moist Smooth Orange
ISP5 Small Circular Raised Opaque Moist Smooth Orange
ISP7 Small Circular Raised Opaque Moist Smooth Orange
Nutrient | Small Circular Raised Opaque Moist Smooth Reddish
agar orange
tryptone | Small Circular Raised Opaque Moist Smooth Reddish
soya agar orange
starch Small Circular Raised Opaque Moist Smooth Reddish
casein orange

Table S3: Sequence alignment of strain rsk4

Select: All None Selected:0
:; Alignments 1]

Max  Total Query E

Description cors | scora | cover |vae Ident  Accession
[ Kocuria palustris strain TAGA2T 163 ribosomal RNA gene, parial sequence 2078 2078 9% 00 94% NR 0264511
[ Kocuria assamensis strain 38-65 168 ribosomal RNA partial sequence 2061 2061 9%% 00 94% NR 1326041
[ Kocuria afrinae strain P30 163 ribosomal RNA qene, parfial sequence 1897 1897 99% 0.0 92% LR 1167441
0 Kocuria rosea shrain DSH 20447 165 ribosomal RNA aene, partial sequence 1890 1890 99% 00 92% NR 0445711
O Kocuria sediminis strain FCS-11 168 ribosomal RNA aene, partal sequance 1873 1873 99% 00 92% DR 1182221
[ Kocuria rhizophila strain TABS 168 ribosomal RNA gene, partial sequence 1871 1871 9%% 0.0 92% NR 0264521
[ Kocuria flava strain HO-0041 168 ribosomal RNA qene. partial sequence 1869 1869 99% 00 92% MR 0443081
[ Kocuria turfanensis strain HO-0042 16 ribosomal RNA nene, parial seauence 1668 1866 99% 0.0 92% NR 0435991
0O Kocuria dechangensis sirain NEAU-5TE-33 165 ribosomal RNA pariial sequence 1866 1866 99% 00 92% DR 1372391
[ Kocuria polaris strain CHS 76or 163 ribosomal RNA qene, partial sequence 1862 1862 99% 0.0 92% DR 0289241
(] Kocuria owanoalliensis strain $J2 165 ribosomal RNA gene, parial sequence 1660 1860 9%% 0.0 92% NR 162661
[ Kocuria camiphila strain CCM 132 165 ribosomal RNA qene, parfial sequence 1860 1860 99% 0.0 92% NR 0271831
[ Kocuria salsicia strain 104 168 ribosomal RAgene, oartal sequence 1655 1855 9%% 00 91% NR 172881
[ Kocuriavarians sirain G33 165 ribosomal RNA qene. partial sequence 1855 1855 99% 0.0 91% MR 0292971
[ Kocuria aeqyptia strain YIM 70003 165 ribosomal RNA qene, partial sequence 1853 1853 99% 0.0 91% DR 0435111
0 Kocuria subflava strain YIM 13062 168 ribosomal RNA partial sequence 1844 1844 99% 00 91% NR 1445861
[ Kocuria arsenatis strain CHI1E1 158 ribosomal RNA. partal sequance 1642 1842 98% 0.0 92% NR 1486101
[ Kocuria varians strain ATCC 15308 185 ribosomal RNA aene. partal sequence 1636 1836 96% 0

1834 1834 99%

[ Kocuria halotolerans strain YIM 30718 165 ribosomal RMA, complete sequence




