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Table S2. The list of Differentially Expressed Genes obtained by integrating the three datasets
GSE28735, GSE62452, and GSE183795.

AveExpr t P.Value adj.P.Val B
CEACAMS 2.870253 6.528955 16.7231 Al"990E_ 9.12E-47 101.6861 CEACAMS
SLC6A14 2.830767 5.321404 18.2776 é'641E_ 2.71E-53  117.9661 SLC6A14
LAMC2 2.601635 6.867183 21.16513 ;‘bglE_ 9.42E-66 148.6942 LAMC2
CEACAM6 2571223 7.614544 16.55477 41‘.810E— 4.71E-46  99.94219 CEACAMS6
CTSE 2.555928 7.683175 17.79746 §f2E_ 2.34E-51 112908 CTSE
TSPANI 2.488447 6.828102 19.9614 2409]3_ 1.34E-60 135.8428 TSPANI
POSTN 2480241 8.289375 16.82071 268513_ 3.75E-47 102.6993 POSTN
GALNTS 2313849 5.639335 19.5631 I-S1E- 5.79E-59  131.5995 GALNTS
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